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Reproductive disorders cause economic losses 
through increased calving intervals loss of milk 
production and culling of valuable breeding animals 
(Bellows et al, 2002). Genital tract infections are 
the common cause of reproductive disorders in 
female camels (Ali et al, 2010; Tibary and Anouassi, 
2001; Khalafalla et al, 2017). Knowledge of microbial 
communities colonising camel’s healthy female 
genital tract may lead to improved treatment of 
infected ones with probiotics (El-Deeb et al, 2020). 
Data of genital microflora is helpful in understanding 
the pathological disorders that could be diagnosed 
in this species (Shokri et al, 2010). Recently, the 
microbial communities of the vagina have also 
been used as a fertility biomarker (Deng et al, 2019). 
Although the plenty of information considering the 
microbes colonising the infected reproductive tract 
(Elshazly et al, 2020; Khalafalla et al, 2017; Al-Humam, 
2015; Mshelia, et al, 2014) and very limited studies 
describing the microbial community along the healthy 

female genital tract of camels is available. Nowadays, 
there is an increasing interest in the studies related 
to the microflora of the reproductive tract, and its 
relationship to disease and health (Appiah et al, 
2020; Laguardia-Nascimento et al, 2015; Shokri et 
al, 2010). The present study was aimed to elucidate 
the microbial flora of the different segments of the 
reproductive tract in healthy female dromedary 
camels.

Materials and Methods
Animals

The Scientific Research Deanship Ethics 
Committee of King Faisal University approved 
this study (Contract # 216067). During breeding 
season (from November to April), 10 adult non-
pregnant dromedary camels, aged 7 to 14 years 
were, kept in the Camel Research Centre, King Faisal 
University (25°23′ N 49°36′ E). These were apparently 
healthy with a sound history of fertility in the herd. 
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ABSTRACT
Swab samples for microbial culture were obtained from the vaginae, cervices and uteri of 10 healthy fertile 

dromedary camels. Swab specimens were collected by use of a double-guarded uterine equine swab. Specimens were 
cultured for aerobic and anaerobic bacteria as well as fungus. The 90%, 50% and 30% of the swabs collected from the 
vaginae, cervices and uteri were contaminated, respectively. The difference between the rate of contamination was 
significant (P<0.05). Coagulase-negative staphylococci, Staphylococcus aureus, Streptococcus spp., E. coli, Bacillus spp. and 
Proteus spp. were isolated from the samples collected from the vaginae of camels. Coagulase-negative Staphylococci, 
Streptococcus spp. and Bacillus spp. were identified in the swabs collected from the cervices. Coagulase-negative 
Staphylococci and Bacillus spp. were isolated from the swabs collected from the uteri. Double and triple infections were 
only reported in the samples collected from the vaginae. No anaerobic bacteria could be isolated from the vaginae, 
cervices or uteri. Candida albicans and Cryptococcus were isolated from the vaginae. Only Candida albicans could be 
isolated from cervices and uteri. This study identified a great microbial population’s diversity in the vagina which 
decrease toward the uterus. Coagulase-negative Staphylococci and Bacillus spp. were the dominant bacteria isolated 
from the vaginae, cervices and uteri.
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